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FIGURE 9D 
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FIGURE 9E 
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AX881 696 CAE91 353.1 



Mesocricetus 
auratus 



2.4.99.6 AJ245699CAB53394.1 



Q9UNP4 
094902 



Q969X2 
Q9H8A2 
Q9ULB8 



Q9H4F1 
Q9NWU6 
Q9UKU1 
Q9ULB9 
Q9Y3G3 
Q9Y3G4 



Q9HAA9 
Q9QXF6 
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Ga!p-1,3/4-GicNAca- 
2,3-sialyltransferase 
(ST3Gal IV) 

GD3 synthase (fragment) 
ST8Sia I . j 

polysialyltransferase 
(ST8Sia IV) 
ct-2,3~sialyltransferase 
ST3Gal I 



ct-2,3-sialyltransferase 
ST3Gal II 



St3gaJf 



Mesocricetus 
auratus 

Mesocricetus 

auratus 

Mesocricetus 

auratus 

Mus muscuius 



2.4.99.6 AJ245700CAB53395.1 Q9QXF5 

n.d. AF141657MD33879.1 Q9WUL1 
2.4.99.- AJ24570f CAB53396.1 Q9QXF4 



St3gal2 Mus muscuius 



c£2 ,3-siaIyltrlnsferase 
ST3GaI ill 



a-2,3-siaIyltransferase 
ST3GaI IV 



St3gaI3 Mus musculUs 



St3ga(4 Mus muscuius 2.4.99.4 



^2|3~sialyltransferase St3gal6 - Mus muscuius 

st3Gai vi ; - : x. ^y-x*'*?.'*'- 



ct-2,6-siaIyltransferase St6gafnac2 Mus muscuius 
ST6GalNAc II 



a-2,6~sialyltransferase St6gaI1 Mus muscuius 
ST6Gal I 

I; : . ^ ■ - 



oc-2,6-sialyltransferase St6ga/2 Mus muscuius 
ST6Gal II 



a-2,6-sialyltransferase St6galnac1 Mus muscuius 
ST6GalNAc I 

0^2,6-sialyltransferase St6galnac3 Mus muscuius 
ST6GalNAc III 



a-2,6-sialyItransferase St6gafnac4 Mus muscuius 
ST6GalNAc IV 



2.4.99.4 AF214028AAF60973^ 
; AK031 344 BAC27356.1V 
:f AK078469 BAC37290;1: : 

X73523CAA51919.1 
= NMJ)09177NP_033203/I 
2.4.99.4 BC01 5264 AAH 15264.1 
BC066064AAH66064.1 
AK034554 BAC28752.1 
AK034863 BAC28859.1 
AK053827 BAC35543.1 
X76989CAA54294.1 
NMJ309179 NP_033205.1 
NM__1 78048 NP_835149.1 
2.4.99.- BC606710AAH66710.ir 
AK005053BAB23779.1 
X >Ak013016BAB28598;i 
X84234CAA59013.1 
NM _009i 76 NFQ)3320£.2V 
BC01 1 121 AAH1 1121.1 
BC050773AAH50773.1 
D28941 BAA06068.1 
AK008543 BAB25732.1 
AB061305 BAB47508.1 
X95809CAA65076.1 
NM_009178 NPJD33204.2 
AFf19390/^D3ai3(El V 
BC052338 AAH52338.1r 
^B063^26 BAB79494:i 
AK033562 BAG28360. t" 
AK0411mBAC3085^^^^ 
NIVL01 8784 NPIOSl 254 
NMJ3091 80 6677963 
BC010208AAH10208.1 
AB027198 BAB00637.1 
AK004613BAB23410.1 
X93999CAA63821.1 
X94000 CAA63822.1 
NM_009180 NP_033206.2 
2.4.99.1 -AAE68031.1 
BC027833AAH27833.1 
D16106BAA03680.1 
AK034768 BAC28828.1 
AK084124BAC39120.1 
NM__145933 NP_666045.1 
n.d. AK082566 BAC3853471 
AB095093 BAC87752.1 
AK1 29462 BAC98272.1 
NM 172829 NP_76641 7.1 
2.4.99.3 Y11 274 CAA721 37.1 
NMJ311371 NPJD35501.1 
n.d, BC058387 AAH58387.1 
AK034804 BAC28836.1 
Y11342 CAA72181.2 
Y11343 CAB95031.1 
NM_01 1 372 NP_035502 
2.4.99.7 BC056451 AAH56451 .1 
AK085730BAC39523.1 
AJ007310CAA07446.1 
., Y15779 CAB43507.1 



2.4.99.4 



2.4.99V 



P54751 
Q11202 

Q9JL30 



Q11204 
Q8BPL0 
Q8BSA0 
Q8BSE9 
Q91WH6 



R97325V 
Q&22X5V 
Q9QZ48 
Q9DBB6 

P97354 
Q61325 
Q91Y74 
Q921R5 
Q9CVE8 



Q80UR^ 
Q8BLV1 
Q8VIB3 
Q9WVG2 



P70277 

Q9DC24 
Q9JJM5 



Q64685 

Q8BM62 
Q8K1L1 



Q8BUU4 



Q9QZ39 
Q9JJP5 
Q9WUV2 
Q9JHP5 



Q8C3J2 
Q9JHP2 
Q9R2B6 
088725 
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FK3URE9G 




a-2 , 8-sia ly lira n sfe rase 
(GD3 synthase) ST8Sia i 



ct-2,8-si a ly transferase 
(ST8Sia VI) 

ct-2,8-sialyltransferase 
ST8Sia II 



St8sia 1 Mus m usculus 



NM 



2.4.99.8 



Stasia 6 Mus m usculus 
St8sia2 Mus musculus 



oc-2,8-sialyltransferase r 
ST8SialV : .I 



St8sia4 Mus; musculus 



ot-2,8-sialyltransferase 
ST8Sia V 



St8sia5 Mus musculus 



2.4.99.- 



<x-2,8-sialytransferase St8sia3 Mus musculus 
ST8Sia!H \ \ * 



GD1 synthase 
(ST6GalNAc V) 



i 



St6galnac5 Mus musculus 



GM3 synthase (cc~2,3- StSgaiS Mus musculus 
sialyltransferase) STSGal 

V : 



A/-acetylgalactosaminide St6galnac6 Mus musculus 
cc-2,6-sia!yltransferase 
(ST6GalNAc VI) 



M138L 



ct-2,3-sialyItransferase 



Myxoma virus 



Oncorhynchus 



Y1 5780 CAB4351 4.1 
Y19055CAB93946.1 
Y19057CAB93948.1 
011373NP_J)35503.1 
L38677AAA9 1869.1 
BC024821 AAH24821.1 
AK046188BAC32625.1 
AK052444 BAC34994.1 
X84235 CAA59014.1 
AJ401102 CAC20706.1 
NMJD1 1 374 NPJD35504.1 
in.d. . AB059554 BAC01 265.1 
r ; AK0851 05 BAC39367.1 

NMi.145838 NP_665837.1 
2.4.99.- X83562 CAA58548.1 
X99646 CAA67965.1 
X99647 CAA67965.1 
X99648 CAA67965.1 
X99649CAA67965.1 
X99650 CAA67965.1 
X99651 CAA67965.1 
NM__009181 NP_033207.1 
2;4:99& BC0601 12 AAH601 12A ! 
#; AK003690 BAB22941 .1 
AK041J23 BAC31 044.1 
AJ223956 CAA1 1 685.1 
X86000CM59992.1 < 
L "'..\ SY09484 CAA70692.1 1 
NlC009183NP_d33209.1 
BC034855AAH34855.1 
AK078670 BAC37354.1 
X98014CAA66642.1 
X98014CAA66643.1 
X98014CAA66644.1 
NM_013666 NP_038694.1 
N M J 53 1 24 N P_694764 . 1 
NM_177416NP_803135.1 
2.4.99.- BC075645AAH75645.1 
AK015874BAB30012.1 
X80502 CAA56665.1 
NMJ)09182NP_033208.1 
n.d, BC055737AAH55737.1 
AB030836 BAA85747.1 
AB028840 BAA89292.1 
AK034387BAC28693.1 
AK038434 BAC29997.1 
AK042683 BAC31 331.1 
NM_01 2028 NPJD36 158.2 
2.4.99.9 AF 11 941 6 A A F 6 6 1 47, 1 
-AAP65063.1 
AB0 1 8048 BAA3349 1.1 
AB013302 BAA76467.1 
AK012961 BAB28571.1 
Y15003CAA75235.1 
NM_01 1375 NP_035505.1 
2.4.99.- BC036985AAH36985.1 
AB035174BAA87036.1 
AB035123 BAA95940.1 
AK030648 BAC27064.1 
NI\ZM)16973 NPJ)58669.1 
n.d. U46578AAD00069;i 
AF1 70726 AAE61 323.1 
NC_001132AAE61326.1 
AAF1 5026.1 
NP_051 852.1 
n.d. AJ585760CAE51 384.1 



Q9JHP0 
Q9QUP9 
Q9R2B5 

Q64468 
Q64687 
Q8BL76 
Q8BWI0 
Q8K1C1 
Q9EPK0 

Q8BI43 

Q8K4f| ; 

035696 



Q64692 
Q8BY70 1 



P70126 
P70127 
P70128 
Q8BJW0 
Q8JZQ3 



Q64689 

Q9CUJ6 ; C 

h -if'*- 

Q8CAM7 
Q8CBX1 
Q9QYJ1 
Q9R0K6 



088829 
Q9CZ65 
Q9QWF9 



Q8CDC3 
Q8J2W3 
Q9JM95 
Q9R0G9 
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llliliiilil 
(St3Gal-l) 

cc-2,6-sialyltransferase 

(Siatl) 

Ct-2,8- 

polysialyltransferase IV 

(ST8Sia IV) 

, GalNAca-2,6- ; i 

sialy transferase 

(RtST6GalNAc) 

a-2,3-sialyItransferase 

STSGal IV 

OJ1217_F02.7 ; • r 



OSJNBa0043L24.2 or 
OSJNBb0002J11.9 

P0683f02.18 6r<K ; 
■P0489B03.1 

ct-2,6-sialyltransferase 
ST6GalNAc V (SiatTE) 
(fragment) 

ct-2,3-sialyltransferase 
STSGal I (Siat4) " 
a-2 f 3-sialyltransferase 
ST3Gal II (SiatS) 
a^.S-sialyltransferase H 
ST3Gal III (SiatQ), TV: 
a-2 , 3-si a ly [transferase 
ST3Gal IV (Siat4c) 
c£-2,3-sialyItransferase, 
STSGal VI (Siatl 0)J< ; 
a-2,6-sialyltransferase 
(Sia7A) 

a-Z^-sialyltransferase V\ 
(SjaTB) . ;\ • 

oc-2,6-sialyltransferase 
STOGalNAc III (Siat7C) 
, cc-2,6-slalyltransferas¥ T; 
ST6GalNAc IV (Siat7D) 
(fragment) 

oc-2,6-slalyltransferase 
ST6GalNAc V (Siat7E) 

oc.-2,6~sialyltransferase 
ST6GalNAc VI (Siat7F) 
(fragment) 

a-2 t 8-sialyltransferase 8A 
(Siat8A) 

ct-2,8-sialyltransferase 8B 
(Siat8B) 

<£-2,8-sialyltransferase 
8C (Siat8C) 
oc-2,8-sialyltransferase 
8D (Siat8D)_ 

cc-2,8-sialyltransferase 8E 
(Siat8E) 

a-2,8-sialyltransferase 8F 
(Siat8F) 

P-galactosamide cc-2,6- 
sialyltransferase I 
(ST6GaI I; Siatl) 

P-galactosamide ct-2,6- 
sialyltransferase II 
;(ST6Gal II) 

GM3 synthase STSGal V 



mykiss 

Oncorhynchus ■ n.d. 
mykiss 

Oncorhynchus n.d. 
mykiss 

" Oncorhynchuk : : h7d;; 
. . W. mykiss : 

Oryctolagus 
cuniculus 
''"■, : ; rc . Oryza sativa 

(japonica cultivar-;-- .' 
. group) 
Oryza sativa n.d. 
(japonica cultlvar- 
group) 
r - Oryza. sativa V ; 
\- ■ - , ... f : (japonica cultivaY- 
.... r u | 
Oryzias fatipes 



AJ620649 CAF05848.1 
AB094402 BAC7741 1.1 Q7T2X5 



AB097943 BAC77520.1 .,^Q7T2X4^ V ;V 

2.4.99.- AM 21967AAF28871 .1 Q9N257 
n,d; ? AP004084 BAD0761 6.1 j ; 



AL731626 CAD41 185.1 
AL662969 CAE04714.1 



n.d. AP003289BAB63715.1 

AP003794BAB90552.1 



Pan troglodytes ^ 
Pan troglodytes 
•:■ Pan troglodytes 7 
Pan troglodytes 
% PanMroglodytes 
Pan troglodytes 
; Pan troglodytes 
Pa/? troglodytes 
, Pan frpg?6d^©s;frT''^ :, rn^ 



n.d. 


AJ646876CAG26705.1 


n n.d. 


AJ 744803 CAG32839 1 


n.d. 


AJ 744804 CAG32840.1 


n.d: 


AJ6268 1 9 CAF251 7711 ~ 


n.d; 
n.d, 1 


" AJ626824 CAF25182.1 
AJ 744808 CAG32844.1I 


n.d. 


AJ748740CAG38615.1 


n.d/ 


^748741 C^G38616^~: 


n.dT* 


AJ63S54CAG25676.1 



Pan troglodytes 


n.d. 


Pan troglodytes 




Pan troglodytes 


2.4.99.8 


Pan troglodytes 


. - n d - 


Pan troglodytes 


n.d. 


Pan troglodytes . 


n.d. 


Pan troglodytes 


n.d. 


Pan troglodytes 


n.d;" 


Pan troglodytes 


2.4.99.1 


Pan troglodytes 


' n.d. 


Pan troglodytes 


n.d. 



AJ646870 CAG26699.1 

AJ646875CAG267b4;i 
AJ646882CAG26711.1 



AJ697659CAG26897.1 
AJ697660 CAG26898.1 
AJ697661 CAG26899.1 
AJ697662 CAG26900.1 



AJ697663 CAG26901.1 



2.4.99. 1 AJ627624 CAF29492.1 



AJ627625 C AF29493. 1 



AJ744807 CAG32843.1 



16/22 



WO 2005/056760 

(Siat9) 
S138L 

a-2,3-sialyltransferase 
ST3Gal III 

C£-2,3-sialyltransferase 
ST3Gal IV (Siat4c) 
a-2,3-sialyltransferase 
ST3Gal V! 

cc-2 ,6-sla lyltransferase 
ST3Gal II 

oc-2,6-slalyltransferase 
ST6Gal I 

tt-2,6-sialyltransferase 
ST6GalNAc ! (Siat7A) 

ot-2,6-sia lyltransferase 
ST6GalNAc II (Siat7B) 

oc.-2,6-s la lyltransferase 
:ST6GalNAc 111 ' ■ 

cc-2,6-sialyltransferase 
ST6GalNAc IV (SiatTD) 
(fragment) 

; ct-2,6-sialyItransferase 
ST6GalNAc V (Siat7E) 
cc-2,6-sialyltransferase 
ST6GalNAc VI (Siat7F) 
(fragment) 

ct-2,8-sialyltransferase :-:T' 
(GD3 synthase) ST8Sia I 
cc-2,8-sialyltransferase 
(SIAT8E) 

a-2,8-siaiyltransferase: * 
(SIAT8F) ^ : 
cc-2,8-sialyltransferase 
ST8Sia II 

Ct~2,8-sialyltransferase 
ST8Sjajll ;\ ; . ... 

ct^S-sialyltransferase 
ST8SialV 

; P-galactosamide (£-2,6?- 
Isialyltransferase 1 1 " • "S 
(ST6Galll) 

GM3 synthase ST3Gal V 

sialyltransferase ST3Gal- 
I (Siat4A) 

cc-2,3-sialyltransferase 
(St3Gal-ll) 

oc-2,6-sialyltransferase 
(Siat7b) 

a-2,6-sialyltransferase 
(St6galnac) 
a-2,3-sialyltransferase 
(ST3GAL-III) 
a-2,3-sialyltransferase 
(ST3GAL-IV) 
cc-2,3-sialy transferase 

ST3G_aJ I 

a^.S-sialyltransferase 
(fragment) ST6Gal I 
P-galactosamide a~2,6- 
sialyltransferase 
(ST6GalNAc-V) 
sialyltransferase 
(fragment) ST6Gal I 
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FIGURE 91 



ffilfenPept : SwissProt 



Rabbit fibroma 
virus Kasza 
Rattus norvegicus 

Rattus norvegicus 

Rattus norvegicus 

Rattus norvegicus 

Rattus norvegicus 

Rattus norvegicus 

Rattus norvegicus 

rRatius norvegicus: 

Rattus norvegicus 



n.d. NCJ301 266 NP_052025 

2.4.99.6 M97754 AAA421 46.1 
NM_031697 NP_1 1 3885.1 
n.d. AJ626825CAF25183.1 



n.d. 
2.4,99. 



AJ626743CAF25053.1 



X76988CAA54293.1 
NM_031695 NFM 13883.1 
2.4.99. 1 M 1 8769 AAA41 1 96.1 
M83143AAB07233.1 
n.d, AJ634458CAG25684.1 



n.d. 

2.479C 



AJ634457 CAG25679.1 



rsauuc) norvegicus 


n.u. 


t\ alius norvegicus 


n.d. 


Rattus norvegicus 


2,4.99,- 


Rattus norvegicus 


n.d. 


Rattus norvegicus 




Rattus norvegicus 


2.4.99.- 


Rattus norvegicus • 


%.4.993F 


Rattus norvegicus 


2.4^99.- 


Rattus norvegicus 


n.dT 


Rattus norvegicus 


n.d. 


Rattus norvegicus 


n.d. 


Siiurana tropicalis 


n.d. 


Silurana tropicaiis 


" n.d. • 


Strongyiocentrotus 


n.d. 


purpuratus 




Sus scrofa 


n.d: 


Sus scrofa 


n.d. 


Sus scrofa 


2.4.99.4 


Sus scrofa 


2.4.9971 


Sus scrofa 


n.d. 


sus scrofa 


n.d. 



L29554AAG42086;1 
BC072501 AAH72501.1 
iv NMJ)mi23NP__061996 1 
n.d. AJ646871 CAG26700.1 



AJ646881 CAG26710.1 



U53883AAC275413 
' ; D45255 BAA08213:1 
AJ699422 CAG27884.1 

AU699423 CAG27885.1 

L1 3445 AAA421 47.1 
NMJD57156 NP_476497.1 

U55938MB5d061;l V 
NMJ313029 NP1037161V1 

U90215AAB49989.1 

A J627626 C AF29494-I 



AB018049 BAA33492.1 
NMJJ31337NP.J 12627.1 
AJ748840CAG44449.1 

AJ585763CAE51 387.1 



Q02734 



Q11205 
P13721 



Q64686 



... 



P70554 -m 
P97713 



Q07977 
Q64688 
P97877 

008563 



088830 



AJ620650 CAF05849.1 
AJ699425 CAG27887.1 
AJ585765 CAE51389.1 
AJ584674 CAE48299.1 

M97753 AAA311 25. 1 Q02745 
AF1 36746 AAD33059.1 Q9XSG8 
AJ620948 CAF06585.2 

AF04 1031 A AC 15 6 3 3.1 06271 7 
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ST6GALNAC-V 
a-2,3-sialy transferase 
(Siat5-r) 

oc-2 ,3-sialyItransferase 
STSGal I (Siat4) 
a-2,3-sialyltransferase 
ST3Gal II (SiatS) 
(fragment) 

ct-2,3-sialyltransferase 
STSGal 111 (Siat6) 

cc-2,6-sialyltransferase 
STBGal I (Siatl) 

a-2,6-sialy (transferase* 
STSGalNAc II (SiatTB); 

C£-2,6-sialyltransferase 
ST6GalNAc II B (Siat7B- 
related) 

i 0^2,6-sialyltransferase 
ST6GalNAc III (Siat7C) 
(fragmenl) 

cc-2,6-sialyltransferase 
ST6GalNAc IV (siat7D) 
(fragment) 

a-2,6-sialyltrahsferase 
ST6Gal N Acs V (Siat7E) 
(fragment) ' 
C£-2,6-sialyltransferase 
ST6GalNAcVI (Siat7F) 
(fragment) 

ct-2 , 8-siafy Itra nsferase 
ST8Sia I (Slat8A) ; 4 
(fragment) -':Ji.. 

ct-2,8-sialyitransferase 
ST8Sia II (Siat8B) 
(fragment) 

C£-2,8-sialyltrahsferase 
ST8Sia HI (Siat 8C) 
(fragment) ^ . f ; 
cc-2,8-sialyltransferase 
ST8Sia 11 1 r (Siat jBCr) 
a-2 , 8-sia ly Itran sferase : 
ST8Sia V- (Siat 8E) ' 
(fragment)! 

ct-2,8-sialy transferase 
ST8Sia VI (Siat 8F) 
(fragment) 

ot-2,8-sialyltransferase 
SJ8Sia VIr (Siat8Fr) 

a-2,3-sialyltransferase 
(Siat5-r) 

tt-2,3-sialyItransferase 
ST3Gal I (Siat4) 

ot-2, 3-s i a ly transferase 
ST3Gal III (Siat6) 

a-2,6-sialyltransferase 
ST6Ga)NAc II (Siat7B) 

a-2,6-slaiyltransferase 
ST6GalNAc V (Slat7E) 
(fragment) 

ix^.S-sialyltransferase 
ST8Sia I (Siat 8A) 
(fragment) 

cc-2,8-sialyltransferase 
ST8Sia II (Siat8B) 
(fragment) 

a-2,8"SiaJyltransfera"se 




Sus scrofa 
fakifugu rubripes 

Takifugu rubripes 

Takifugu rubripes 

fakifugu rubripes 
Takifugu rubripes 
- : Takifugu rutiripes 
Takifugu rubripes 



n.d, 
n.d. 

n.d. 

n.d. 

n.d. 
n.d. 
nd.^T 
n.d. 



Takifuffu 'rubripes \-; ; #i.dV 



AJ620948 CAF06585.1 
AJ744805 CAG32841 .1 

AJ626816CAF25174.1 

AJ626817CAF25175.1 

AJ626818 CAF25176.1 
AJ 744800 CAG32836.1 
AJ634460 CAG25681.1 1 
AJ634461 CAG25682.1 

AJ634456 CAG25678;i 



fakifugu rubripes 2.4.99.3 Y1 7466 CAB44338. 1 Q9W6U6 

AJ646869 CAG26698.1 



TakifuQU rubrioes 




Takifugu rubripes 


n.d. 


Takifugu rubripes s 




Takifugu rubripes 


n.d. 


fakifUgufubripes 




Takifugu rubripes 


n.d. 


Takifugu rubripes 




Takifugu rubripes 


"n7d! 


Takifugu rubripes' 


n.d. 


Tetraodon 


n.d. 


nigroviridis 




Tetraodon 


n.d. 


nWQViyidis . 




fetraodon 


n.d. 


nigroviridis 




Tetraodon ' '" r "j . 


n.d. 


nigroviridis 




Tetraodon 


n.d. 


nigroviridis 




Tetraodon 


n.d; 


nigroviridis 




Tetraodon 


n.d. 


nigroviridis 




fetraodon [2^- 





1j; 



AJ715550CAG29389.1 
AJ744806 CAG32842.1 
AJ744802 CAG32838.T 
AJ626822 CAF251 80.1 
AJ634462 CAG25683.1 
AJ646879 CAG26708.1 



AJ715536 CAG29375.1 



AJ715537CAG29376.1 



AJ715539CAG29378.1 
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ST8Sia III (Siat 8C) 
(fragment) 

ot-2,8-siaIyltransferase 
ST8Sia Hlr(Siat8Cr) 
(fragment) 

C£.-2»8-sialyltransferase 
ST8Sia V (Siat 8E) 
(fragment) 

a-2,3-sialyltransferase 

(St3GaI-ll) 

a-2,3-sialyltransferase 
(St3Gai-VI) 

a-2,3-sialyltransferase 
St3Gal-ill (Siat6) 

CC-2,8- . 0 • | 
polysialyltransferase 

ot-2, 8-s i a ly transferase 
ST8SICC-I (Siat8A;GD3 
synthase) 

Unkn own (protein for ' \ 
MGC:81265) \ X 

a-2,3-sialyltransferase 
(3GaI-VI) 

o:-2,3-sialy transferase 
;tSiat4c) • ; ' ~< 
a-2,6-siaiyltransferase 
ST6GaINAc V (SiatTE) 
(fragment) 

&-2,8-sialyItransferase 
ST8Sia II! (Siat 8C) - 
(fragment) ; • , ^; . 2 ; 

P-galactosamide cc-2,6- 
sialyltransferase II 
(ST6Gal II) 

r^iaiytransfenase St8Sial 

pdiy-^-2,8-sialosylTsfal^Ifra 

(NeuS) , r t '[ JBi * 

polysialyltransferase 

■ &-2,8 polysialyltransferase > SiaD s " " 
SynE 

polysialyltransferase (SiaD)(fragment) 
SiaD (fragment) 
SiaD (fragment) 

polysialyltransferase (SiaD) (fragment) 
SiaD (fragment) . 

polysialyltransferase (SiaD) (fragment)" 
SiaD (fragment) 

polysialyltransferase (SiaD) (fragment) 

SiaD " ' f> r 

SiaD (fragment) 
NMB0067 "~ 



nigroviridis 



Tetraodon 
nigroviridis 

Tetraodon L'V- 
nigroviridis 

Xenopus faevis 

Xenopus iaevis 

Xenopus iaevis 

Xenopus iaevis 

Xenopus iaevis 



n.d. 

nid. 

n.d. 
n.d. 
n.d. 

2:4;99. : 
n.d. 



Xenopus iaevis n.d, 

Xenopus tropicaiis n.d. 

Xenopus tropicaiis n.d: " 

"' r Aj'\. .,f , r H M> ; 

Xenopus tropicaiis n.d. 

Xenopus tropicaiis ; n.d. 

Xenopus tropicaiis n.d. 



AJ715540CAG29379.1 



AJ585762 CAE51 386.1 

AJ585766 CAE51 390.1 

AJ585764 CAE51 388.1 
AJ626823 CAF25181.1 
AB007468BAA32617.1 093234 

AY272056AAQ16162.1 
AY272057AAQ16163.1 
AJ704562 CAG28695.1 
BC068760AAH68760.1 . 

AJ626744CAF25 054.1 

"Aj^9dacp2?w$:i- :^ 

AJ646878 CAG26707.1 



A471 5544 CAG29383.1 



AJ627628 CAF29496.1 



Xenopus : tropicaiis n.d. ^ AY652775 AAT67042 



Escherichia bdlt Kf-X-l 

Escherichia coliK92 

Neisseria meningitidis 
B1940 r ; , ■ 

Neisseria meningitidis 
FAM18 

Neisseria meningitidis 
M1019 

Neisseria meningitidis 
M209 

Neisseria meningitidis 
M3045 __ 

Neisseria meningitidis 
M3315 

Neisseria meningitidis 

M3515 _ _ 

Neisseria meningitidis 
M4211 

Neisseria meningitidis 
M4642 

Neisseria meningitidis 
M5177 

Neisseria meningitidis 
M5178 

Neisseria meningitidis 
M980 

Neisseria meningitidis 
MC58 



t. 2:4,-,- - M76370 AAA24213.1 Q57269 
X60598 CAA43053.1 :< i « 
2.4.-.- M88479AAA24215.1 Q47404 " 



2.4.- 
n.d. 
n.d. 
n.d. 



I-«M95053AAA20478.1 QBAZSr 
X78068 CAA54985.1 Q51145 
U75650AAB53842.1 006435 



AY2341 92 AAO85290.1 
AY28 1 046 AAP34769. 1 
n.d. AY281 044 AAP34767.1 
n.d. AY234191 AA685289 1 
n.d, AY281047 AAP34770.1 
n.d. AY234190AAO85288.1 
n.d; AY28 1 048 AAP34771 .1 



n.d. AY2341 93 AAQ85291 .1 

n.d. AY281043AAP34766.1" 

n.d. AY281045 AAP34768.1 

n.d. NC 003112 NP 273131 
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Lst 

ORF2 

H1 1699 ;f 
a-2,3-sia!yltransferase 

. a-2,3-sialyItransferase 
co-2,3-sialyltransferase 



a-2 t 3-siaiyitfansferase 
(NMB0922) 

NMA1118 



PM0508 : r . ."; 



WaaH 



WaaH 
WaaH 



WaaH 
WaaH 
WaaH ;, 



WaaH 

: WaaH ' / ' 
WaaH (fragment) 
WaaH (fragment) 
WaaH (fragment) 
WaaH 
WaaH 



■ , Aeromonas 


n.d. 


" AF126256 AAS66624.1 


punctata Sch3 






Haemophilus 


n.d. 


M94855 AAA24979.1 


influenzae A2 






Haemophilus 


n!dr 


U32842 AAC23345.1 


influenzae Rd 




NCJD00907NP 439841,1 


Neisseria 


2.4.99.4 


U60664AAC44539.1 


gonorrhoeae 




AAE67205.1 


F62 






^Neisseria 


2.4,99l4 


U6Q662 AAC44544J2 


meningitidis - 






126E, NRCC 






J : :4Q10J.,. , 






Neisseria 


2.4.9a4 


U6066TAAC44543.1 


meningitidis 






406 Y, NRCC 






^ 4030 






N&isseria %/ 


■2.|IS9;'4' 


U60660 AAC4454 1 .1 


meningitidis J i 




AE002443 AAF41 330.1 


MC58 




NC 0031 12 NP 273962.1 


Neisseria 


n.d. 


AL1 62755 CAB84380.1 


meningitidis 




NC_0031 16 NP_283887.1 


Z2491 






^(PasteureM : • 


n.d. 


AEQ06086 AAK02592.i 


^multocida" 




N C_002663 Jsl P_245445;1 








Salmonella 


n.d. 


AF5 19787 AAM82550!l 


enterica 






SARB25 






Salmonella I 




AF51 9788 AAM82551 .1 


enterica SARB3 






Salmonella 


n.d! 


AF5T9789AAM826 


enterica 






SARB39 






ySalnipnelia \ 


;'' r n..d- r: '.7 


"™"AF5j9790AAri/l82553.1 


enterica 






SARB53 ; 






Salmonella 


n.<± 


AF519791 AAM82554/I 


enterica 






SARB57 






^ Salmonella i r 


n.d. 1 . 


;: y\F5 1 9793 AAM82556J1 


entericaj ■? 






SARB71_ - 




Salmonella 


n.d. 


AF5 19792 AAM82555.1 


enterica SARB8 






Salmonella ' " 


n.d. 


AF51 9779 AAM88840.1 


enterica 






SARC10V ; ■ : 






Salmonella 


n.d. 


AF5 19781 AAM88842 1 


enterica 






S ARC 12 






Salmonella 


n.d. 


AF5 1 9782 AAM88843 1 


enterica 






SARC1.3I _ • 






Salmonella 


n.d. 


AF5 1 9783 AAM88844.1 


enterica 






SARC14I 






Salmonella 


n.d. 


AF519784AAM88845.1 


enterica 






SARC15II 






Salmonella 


n.d. 


AF519785AAM88846.1 


enterica 






SARC16II 







Q4821 1 
P 720 74 



P72097: 
Q9JUV5 

Q9GNC4 
Q8KS93 

Q8t|S92t 



Q8KS91 

Q8KS89 

Q8KS90 
Q8KS99 



Q8KS98 
Q8KS97 
Q8KS96 
Q8KS95 



20/22 



WO 2005/056760 

WaaH (fragment) 
WaaH (fragment) 
WaaH r 
WaaH 
WaaH 
WaaH 



U~DP-g!ucose : ot-1,2- 
glucosyltransferase (WaaH) 



Afunctional cc^^/^.S- 
sialyltransferase (Cst-ll) 
Cst 

C£-2,3-siaiyjtransferase (Cst- 

iii) \t 

cc-2,3-sialyltransferase (Cst- 

III) 

cc-2,3-sialyltransferase (Cst- 

a-2,3/8-sialyltransferase 
(Cstll) 

a^2,3-sialy!transf&ase bst-ll 

ot-2,3-siaiyltransferase (Cst- 
il). . ' 

tt-2 , 3-/C0-2 , 8-sialy Itra n sfe rase 
(Cstll) 

tt-2,3/8-sialyltransferase 
(Cst-ll) 
ORF 

cc-2,3-sialyitransferase cstlll 

a-2 t 3-sialyltransferase cstlll 
Cj1140 

a-2,3/a-2,8-sialyitransferase 
II (cstll) 

a^.S/a^.S-siaiyltransferase 
II (Cstll) 

a-2,3/ot-2,8-sialyltransferase 
II (Cstll) 

a-2 , 3/a-2 , 8~slaly!tra n sferase 

iKCstii). 

a-2 , 3/ot~2 ,8-sia ly Itran sferase 
II (Cstll) 

: cc-2,3-siaIyltransferase cst- 

bifunctional ~c£-2 l 3/-2,8- 
sialyltransferase (Cst-ll) 
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Organism K EC 



Salmonella' 

enterica 

SARC3I 

Salmonella 

enterica 

SARC4I 

Salmonella 

enterica 

SARC5ila_^: 

Salmonella 

enterica 

SARC6lla 

Salmonella 

enterica v' 7r 

SARC8 V 

Salmonella 

enterica 

SARC9V 

Salmonella " i 

enterica i^subsp. 

arizonae SARC 

5 . f> 



n.d 



n.d. 



n.d. 



n.d. 



ri.d. 



AF519772AAM88834.1 Q8KSA4 
AF5 1 9773 AAM88835.1 Q8KSA3 
AF51 9774 AAM88836,1 



AF5 1 9775 AAM88837J1 



Q8KSA2 



AF5 1 9777 AAM88838.1 Q8KSAl J 
n.d. AF51 9778 AAM88839.1 Q8KSA0 
2.4.1 AF51 1 1 1 6 AAM48166.1 " 



Campylobacter jejuni n.d. 7 
ATCC 43449 ; /•••' :i\ 
Campylobacter jejuni n.d. 
81-176 

Campylobacter jejuni 2.4.99.- 
A TCC 43429 .,£_ 
Campylobacter jejuni 
ATCC 43430 

Campylobacter jejuni ^ :2A$9,~ 

ATCC43432: 

Campyloba cter jejuni n.d. 
ATCC 43438 

Campyloba diet jejuni 7 ^ 2.4; 99? 
MQQ 43446 > ; j 
Campylobacter jejuni 2.4.99- 
ATCC 43456 

Campylobacter jejuni 24.99.- AY044868 AAK9600171 
ATCC43460 ' \.T Y. : £ . ■ >y rV>"-'" 

n.d. AF21 6647 AAL36462. 1 



AF401529 AAL06004.1 : : ^Q93CZ5 
AF305571 AAL09368.1 
7\Y0441 56 AAK73^83.1 
2.4.99.- AF400O47 AAK85419 1 " 

AF21 5659 AAC343979;i:T Q9F0M9 

Q93MQ0 

^1673«AAF^37 
AF401528AAL65990/1 Q93D05 

Q938X6 



AF400048 AAK91 725.1 



Campylobacter jejuni 
ATCC 700297 
Campylobacter jejuni 
GB11 

Campylobacter jejuni 
MSC57360 
Campylobacter jejuni 
NCTC 11168 
Campylobacter jejuni 
0:10 

Campylobacter jejuni 
0:19 

Campylobacter jejuni 
0:36 

Campylobacter jejuni 
0:4 

Campylobacter jejuni 
0:41 

Campylobacter jejuni 
OH4384 

Campylobacter jejuni 
0H4384 



n.d. AY4221 97 AAR82875:t , 



2.4.99.- AF1 95055 AAG29922:i 
2.4.99. 
rud. 
n.d. 
n.d. 
n.d. 
nZ 



ALi 39077 CAB73395.1 Q9PNF4 
NCJ)02163NP_282288.1 
-AA096669.1 " 
AX934427 CAF041 67.1 
AX934431 CAF04169.1 

AX934436 CAF041 71.1 

AX934434 CAF04170.1 



-AAO96670.1 
-AAT1 7967.1 
AX934429CAF04168.1 
2.4.99.- AF1 30466 AAF1 3495.1 
-AAS36261.1 
2.4.99.- AF1 30984 AAF31 771 .1 
AX934425CAF04166.1 



Q9RGF1 



1R07 C 
1RQ8A 
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| Organism . ; 







H 10352 (fragment) 
PM1174 

Sequence 10 from patent US 
6503744 

Sequence 10 from patent US 
6699705 

Sequence 12 from patent US 
6699705 ■ ; j; i_ 

Sequence 2 from patent US 
6709834 

I Sequence 3 from patent US 
'6503744. J :';/\/y,-, 
Sequence 3 from patent US 
6699705 

Sequence 34 from patent US 
■6503744. Ml": 7^A. ¥M 
Sequence 35 from patent US 
6503744 (fragment) 
Sequence 48 from patent US 

;66§9705 ... ; M'it-l 

Sequence 5 from patent US 
6699705 

Sequence 9 from patent US 
6503744 1 , 



Haemophilus influenzae 
Rd 

Pasteurella muftocida 
PM70 

Unknown. / 



Unknown. 
Unknown. ? J \ 
Unknown. 
Unknown ..; 
Unknown. 
Unknown., >: x7- ""| 
Unknown. 
Unknown. • l - . : I 
Unknown. 
JUnknown/J 



n.d. 

n.dT 
n.d: 
n.d. 
n.d. : 
n.<T 

'W :; 

n.d. 

; r n.a\7g 
n.d. 

i'Wj. : ; 

n.d. 
n.d. 



U32720AAC22013.1 
X57315CAA40567.1 
NCJDQ0907 NP_438516.1 
AE0061 57 AAK03258.1 
NC_002663NP_246111.1 
-AA096672.1 

-AAT1 7969.1 

-AAT1 7970.1 

-AAT23232.1 



• ' 'i-.-V'l:':':- 



-AAT1 7965.1 



-AA096684.1 

~AA096685^1 
-AAS36262.1 
-AAT1 7988.1 

-AAT17966.1 



L4AA096671.1 



P24324 

Q9CLP3 
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